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imm&] mmm 
i 

[»#^6] »jft«*fflawf««j/^-i/, 77X3, xtttr-XT?» 

i~3 VN-rtL^fH«©^ 0 
oIMiJStt^^/XttA^'J ^^tSttSr^-rsaKy KmtS7 

C»*3S9] jjWiSS^^ffiSr^tS^y ^^K#BB3«#1 (C-2 7 4) 

£fe»2 (CS-1) ^*s*isr^ynffi^&#**r *aKy^^Kl?»«» 
8 

[»*aio] aa'J ^M^tt&^f *#y*:/*K#* n#r##3 (h- 

2 7 1) T^t£*lS7S y^SB^JSr^'t-SJKy^^ KT?»S|f flB<R© 
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[0 0 0 1] 
[0 0 0 2] 

yjm (jk*t, Bmmt.mm-r^^nt>^^) trvy^m oar, rmmtm 

[0 0 0 3] 

T1I«, CD (Cluster Designation) 47-*-S|U £lc35t&M£cD 
*flfi«SFffiTy (cytotoxic T lymphocyte) , *^ — Tmtib£.%W\tft& 

tbmm**misxwm> m&'tz><z>ic&%mm&n%}*mf~hx^2>cTLiz 
itoMmm (hla) 9?xi&tt&'&LiLjRmmMtiim 

2 m|iE# 2003-3031289 
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[0 0 0 4] 

* h ft C T L X tt T *Jfi * & B » ^ S |«« ic # L T 
^cS^tSCTL?:4M (-f> • tThn, in vitro) X'W§mLf^ 

2*lTV^ (^ij-^r?-^ (Greenberg, P. D.) T R>K>izX • >f > • -f 
A^n^- (Advances in Immunology) „' 1992^16^; n-fi£;i> P. & (Reus 
ser P., et al.) , -f? v K (Blood) , f|783£, #5-*, S1373-1380K (1991 

[0 0 0 5] 

±«©fi^fc3ffi«s ic & v n t , mm mm s tc #> k ±© «hs«© 

[0 0 0 6] 
[0 0 0 7] 

2SrMv>TfW»bfellMWMIU>7 , f* (TIL) feMvxs^AffisRSs C-^l- 
K • • • i/y (N. Engl. J. Med.) , |g316# 

, gll310~1321JC (1986) ;U-if>A-if S. A. £, (Rosenbergs. A.,et 
al.) , N. Engl. J. Med. % 3g319#, $125-^, S1676~1680K (1988) ; jfc 

3 mffiE# 2003-3031289 



#2 0 0 2 — 0 8 4 4 1 4 



M. h (Ho M. f et al.) , Blood, »81#, H8#, |}|2093~2101JC (1993) ] 
[0 0 0 8] 

L-2 (Ur^ S. A. £ (Riddell S. A., et al.) , Vv—i-to"*?- 
^A;ni?- (J. Immunol.) , |gl463§, ff§8#, |g2795~2804H (1991) ] , 
&*V>ttmCD3^y^n-^m^ (!CD3mAb) i: I L - 2 CU^V 
S. A. P> (Riddell S. A.,etal.), ^-t^-^'^/d^- 
^V^X (J. Immunol. Methods) , f|128#, 3|2#, ||189~20lK (1990) ] 

[0 0 0 9] 

H^^96/06929-^A'>7 MCliREMS (rapid expansion 
method) #gga*aftTV^. ICREMitt, M(#lllftC T L&tfTgfcllrtf 
T»Ji(DDliffll:ii^tfI (Expand) 

I L-2, M^lC^MOT,MlCj:yiif5iffi5:^< bfcPBMC (peripheral 
blood mononuclear cell, ' £ttjjy»«JIIJ&) t X^X # >f > - JVX 
(Epstein-Barr virus, £ATE B VhUt) ^f&NM&fc V^#fcM#lll&C T 

[0 0 10] 

mm<D4 y#-U4*y- 2 l/i2y^-lC>f >#-n^3f>-2#$g-£f £d£ 
IciU, j»ll!6»S6>K:»ffi-fbSn«. £<Z>/&{c£v^%Mfl&^®©^#--n-f 
2 l/iz^#-CD|^£±#£i*5 3£k):MT'&& 1 , £fc> CTLCOfl^ 
JC*3V^», tft«KIJ:*lM«K:«a*lfeCTL<OttKWliei«<CTLi:bT«#a 
;ftS£»£l3Lh£-&S3£> -rfe*3"fe, »«Mft©jWJBWlcfe^«CD8|9ltt<Bj|| 

4 ffiffi# 2003-3031289 
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[0011] 
[0 0 12] 

mm z mm* s tc » v>^m) 

[0 0 13] 

[0 0 14] 
[0 0 15] 

[0 0 16] 

5 ' ffiSE# 2003-3031289 
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[0 0 17] 

[0 0 18] 
[0 0 19] 

>£,fctf-t<Z>:7^*> Mi, M;U£, E. £ [Ruoslahti E. 

, et al„ i/'t-^Iz-t^^Utn^^^-^r^XhU- (J. Biol. Chem. 
) , fg256#, £14#, fg7277~7281J| (1981) ] ©gB^lC*^^ 

[0 0 2 0] 

XftWizmm^gzyj zfu*y?-yy?>f*y K t^mzmy^^^yb 

ommzm-tzmmtemm*. *^y# f. & cKimiduka f., et ai. % *» 

-t^'t7 , ';Wt^r^Xb'J- (J. Biochem.) , JgllO^, H284~291H ( 
1991) ] , 3->7'J»;h A. R. £ [Kornbrihtt A. R. , et al_ EMBO 

6 2003-3031289 
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(EMBO J.) , mm. 1755~1759 (1985) ] , £J:r>*iZ=3f 

V s ? K. & CSekiguchi K. , et al., /W XT 5 X h U - (Biochemistry) , 
£25^, H17#, 4936-4941 (1986) ] fiyiSIfc^tS. 
[0 0 2 1 ] 

Mffi&Ft^y M>T?vy<* 5is i (vla-5) ^F^-r>, -f >^ 

vj>a4/3 1 (VLA-4)^F^^f» *3 <fct>V£ fcte^A" U F* >f 

>?:ttS77^> h tf&miZ&mZn&o VLA- 5fg^K^>f>Mt5 

v% y h t vx&mmm&mmm^ i Kmmor $ j wmm*m-tz> y ? >f . 

*yY%K V L A - 4 ^ > S 7 7 y ^ > h t b t WJ*©li^ 

2 }cis«©r ^ j wmw£M-tz> y ^ y f 2 & icv* u f* 

[0 0 2 2] 
[0 0 2 3] 

#tC, TSBHiSMT'H- 2 7 1 (WJ##3) , H-2 9 6 (®B#I## 
4), CH-2 7 1 (f3#l##5) fcilfCH- 2 9 6 (S2#J##6) 

*uc«*sivtv**. T««*#nfifc«bfcc-2 i 7 4 ra#ti) -7 

9 > F tt#H*5W&5 , 102 ,988#&C|2|i&$ fife* SslC «fc U fc* 3 £ #T? « * 
o $6>{C> C-CS179^>h (W*F»*7) «H^#I^H3104178#lC|a 

7 ffil£4# 2003-3031289 
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[0 0 2 4] 

±SB©> CH-271, CH-2 9 6, C-2 74, G-CS1©#77W 
y Mi V L A — 5 icfg^-T F*-f > Stf D 
FT*&5o ^fe, C-CS1, H- 2 9 6ttVL A - 4 K2^1^£^ , Hi£^1-£ 

mmm^^^^y^Mt^^^^^^x^^. ^*>\z, H-271, H-29 

6 CH- 2 7 1 fei:tFGH-2 9 6 iiA/^J >^ F* -f > fc^f-T^ jKU 

FT*&£„ 

[0 0 2 5] 

_LfB©# F* > ti £ ^ 9 y h %*$&m jc^m *r § ^ £: £ £ 

0 ^n^^^^OD^AU >^^«3 0©IIIM^IB^J (ni- 1 2, II 
1-13 , III- 14) K:J:oT*Jfc34VO>S. ftfSBIIIMS^IB^e)^©- 

"TSriljb^BrigT'&So 7 4ZfU*9*><DMm5&fflGL (VLA-5 

M-a- F*-f P r o 1239- S e r 1515) -D<DIimMi&MW Isfe 
77^>ht*$)5CHV-89 mym^S) > CHV-90 (»J## 9 ) 
, CHV-9 2 (IB^J##10). &£VN&-o<DIII^^fB?Qt#M^b7c 
77^>M'fe5CHV-179 (S3#I##11)> CHV-18 1 (WJ# 
#12) #$|^3*1,S = CHV-89, CHV-9 0, C H V - 9 2 te^^tl 
III- 1 3. 111-14 , III- 1 2 £^tf%<Z)T*&*J> CHV-1 791*111- 
1 3 till- 1 4 CHV- 1 8 1 &III- 1 2 hill- 1 3 fc^^JV^/uT' 
CHV-8 9. CHV-9 0, CHV-17 9S, B#4#f^2729712# 

97/i83i8#7i>7i/^ hKmm2ftf=.*mz&vmz>z\}itfT*gz> 0 Z*>K. C 
hv-9 2it±m^cmizmm^nr^^^^ Fizm^^xfemmzzf^xs. f& 
«su ^^^^^ \?*m\,\Tmtett^mzi&m-tz>z.£-tfx*%z> 0 

[0 0 2 6] 

TIBUBMlc^M^nfeH- 2 7 5 -Cy s (EB#I## 1 3 ) tt, 

8 ffilEft 2003-3031289 
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[0 0 2 7] 

>f*yb It. B#HT305-85668fcWt»o < ITiltll 6 Sfcftff 

FERM BP-2799 (H-2 7 1 K"f S^XS Kftlft*'^****) , 

FERM BP-2800 (CH-2 9 B&H-FtS^X^ FSMtS^ii) > 
FERM BP-2799 (CH-27U2- FtS7°7^^ K 5 
FERM P-10721 (H-2 9 6 l:3-KtS^^5 F$:Mt5^lli) . 
FERM BP-5723 (C-CSl|n- FtS7°7X^ F&fifct'TSlfclMI) \ 
FERM P-12182 (CHV - 8 9 & Ft57"7^^ FI:Mt§i:Sl) > 
FERM P-12183 (CHV- 17 9 £3- Ft5 7°7^5 Ffc^^S*®®) . 
[0 0 2 8] 

UTAX D; A. e>CD^^ CWilliams D. A., et al.„ (Nature) 
, H352^ $1438-44111 (1991) ] tf-^ftS. MC 

[0 0 2 9] 
[0 0 3 0] 

(2) «i«MWttslt s Tiss^ffifiH;^ 

[0 0 3 1] 

9 ttUEW 2003-3031289 
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ttfev>#, m&immftmM&mmMwm&zmirzmMmm&Tmm (ctl 
) , mmmmvy/ugt (tid mtfrntf^nz. 

[0 0 3 2] 
[0 0 3 3] 

WT> *tM#M^^M^^'f45:^-r§m^#ffiTaj^ (CTL) 
* 3 £ #> ic. M^&mJiC^M £ £ % &c.c T L ^\©3H biE £ 5fr £ m 

mm^\ imctl K&it s <t e> fcswMtf w- p, *i r v % § mr jst* & *i ic p& 
jes*i«*>©*ett*!<, M^.«^tiifiiM« (pbmc) , ^-^mis, 

net, ^n77-y, m^mm. mm^mm^zmm^mm^mm^, *$&m 

[0 0 3 4] 

M. A. & (Bendnarek M. A., et al.) , J. Immunol. „ 11147^ Hi 
2#, fg4047~4053K (1991)&#flCl , * fc> JaKH^tg & 
(process) Sfg;*J £^ UT V^5#-£JC», ^MHJ^C^M£#;tot- £ r 

1 0 ffiSE# 2003-3031289 
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[0 0 3 5] 

cin) ^<Dmmz&z>#m : itfiZ-&&^° 

[0 0 3 6] 

-2) *^mir&mMtf*ftmKmm-2nz>o 

[0 0 3 7] 

^itc ?cT/j?oi/o7032^mmmKmm^nr^ mmmmm^mmmmm^ 
znbvMfrbte&m&vmmzftzik'&m^. ria (a). ~ (d) ^e>^$ 

(A) CD 4 4 tcM^S^^^^^S 

(B) CD4 4 U^>F^CD4 4(C^i"SZli:(Cj;yUI1±e)nSS/^;V& 

(C) &Mm*<Dffi&m*\s^7* 

( D ) J&^S^^H^ W-fe ^ ^ - ic^-T S 3 i: &c J: y 55* 6 *i & 2/ 

[0 0 3 8] 

twac d 4 4 jc^tSffi zm* z> Wtbtil « A « c d 4 4 y if y K&tf 

/XttiCD4 4R#^Sfl»6. CD4 4 y F^CD4 4 JCll^'t*^ 
i: K <fc y & ft £ S/ & «» MS * «*t b T tt, « x. 'J >iHt@l 

1 1 ffi!iE# 2003-3031289 
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[0 0 3 9] 

<kftJ<Z>^# M. A. b (Bendnarek M. A., et 

al.) , J. Immunol.. f|147^ ^12^-. ^4047—4053^ (1991) C^X. 

Mtsz:^^^, 3 7°c, 5%co 2 ^©^#-e^-f-§r^^^^ 

[0 0 4 0] 

V^, M^tiO. Ol-lOOO/jg/ml, «fc 
»;»*L<tt0. l~100/tg/mlT'feS, W»^tt«%ff»JC»» 

7-f7*n^^f>O77^>h0lgfll}t HI^^97/18318#A 0 >^ 1/ 

1 2 £BsE^ 2003-3031289 
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[0 0 4 1] 

<0a^«®*#«TJC«»a*lfeCTLK:ifc«bT**«iI L-2R»M<Z>* 
Jn#««b&n*. ^3T% IL-2R«Sltt^©m IL-2R 

[0 0 4 2] 

_hta© * e> c, *»w©*«k: * y ihms tifc c t l « i l - 2 r <z>a»# 

[0 0 4 3] 

£bic, ±!B(OCTL«»tlH^'fetfoT#&ti*jWJiS»*e». 7 >r 

h<Dmmmm(D^it^m^o xmrnoitfeftcT Lammas 

VNTM&T^ffl"e&£-£&^bTV^ 0 
[0 0 4 4] 

[0 0 4 5] 

«K«^«»ic*yiB%snfc^^Ki:«c»e*^ 
b feBttMrc*? § Jfcttta©^ y a* * o TtwfcT? « « c t l to© 

1 3 ffifiEfl 2003-3031289 
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csf, i fn- ymw-i hu^yAzmfetzzmziiyfamtzziitfT* 
•^vyy-z^ tcffim* ^fK-MHc misfa ^mm^> fit =Lmmm%m<D 

#&&FACS (fluorescence-activated cell sorting) ^#jHc<fc o Tf? 5 3 
[0 0 4 6] 

*^^©^{c i: y nfe c t l \znm&<Dffimz-gmtsiizt>tc. o tii 

tSCD3«#tt«ft#it*c:i:»cJ:yj|r»S'tt, i^itSltA'ttS. ^ 

CDCTLCDKI^ JfcfcJg^Ctt, 4#lCRRjfe»Jk<* <k#f<D#&£«V^^£#T? 
[0 0 4 7] 

[0 0 4 8] 

±IB#i& «TliB& C T L {C ttRRjg fcfc < , *t C T L & 

1 4 ffiH# 2003-3031289 




#2002—084414 



[0 0 4 9] 

mmn<D^m%bnM&fcmfezft£&<DT*iz&^i)K mmo. oi~ 

1 0 0 0 mg/ml, «fcy»*l/<tt0. I~100/ig/ml-efe5. 

JiflH©*»W©CTL«#*Sji:KMlK:, *%*KI»»bT*#S 

[0 0 5 0] 

*»WJC*V^Ta:, CTL©j|l»«*CD--«»«i*frtt^»<Z>*# CW*.«, 
J. (Carter J., et al.) „ jJUJU*?- (Immunology) , H57 
«, f|123~129JC (1986) &#J£] «fc V\, ^iCiffiMSS 

[0 0 5 1] 

in it, iCD3m ^*b<»ln:cD3 ; Ey ^n-^-^m^^^&Jc^-r^ 

[0 0 5 2] 

±IB^{C^M^n-5^{Ctt#fC|5g€^^< > CTL©m £WJCi&M& 

%T*feoT%J:VN 0 fcfc, CTL&^^-^HJBSfc^^f S^lCtt, CTL 

©*lfiJ±*©**©*^^JK^K:aa«;f t>f h*-f>I> "torn 

0<k&®J&£*&^T^T%J;<> I L- 2 <5 WJC 

^tc^M^tiSo ^CD3m #icmcD 3^ ?n-^;i/}fi£MiCTL_t: 
©Tttl't^^-^ffifttSlSlT'ttt^^fc^^S. mCD3 

0 1-1 n g/mlAWilT^S, 

1 5 2003-3031289 
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[0 0 5 3] 

fc^o *$%miZl$, PBMC^E B V-BM#£gJS£*l3 0 Mlg, 7 

1X10 5 ~ 7 cells/mlft%;iT&£ 0 
[0 0 5 4] 

T L tfriC E B V^fift 1 6 «T«ft SlffSlt « i il««Tf J: 3 & 

[0 0 5 5] 

a«©iWifi«#jc«ss*i-s^#%«M'rsi 4:*«t?s> Mx-is, 3 7°c, 5% 

=fe> © ic^-T s r £ £ -5 . 

[0 0 5 6] 

leaser, *»*©*»^fc^K:*aii-r*»#%»*»wic'&'*atis- 

[0 0 5 7] 

*»W©»*Ja«*»CJ:titf, 4 HW©«;*JfiP«ICj:oT 1 0 0~ 

1 o o oia?icjWJKl«©J»aiibfeCTL«:#«cii:^g*. 3*>ic, 

[0 0 5 8] 

1 6 ffi!E4# 2003-3031289 




#£2 002 — 084414 



[0 0 5 9] 
[0 0 6 0] 

tffittftli:bt«flit5 3i:^t^5. t&BBiS*kfb3!Ui* #3WMfr*©*>G>. 

mm* v^hijjym. (.&mz&i l-2) , fi©*®^^ 

[0 0 6 1] 
[0 0 6 2] 

[0 0 6 3] 

1 7 ffiSEW 2003-3031289 
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[0 0 6 4] 

e> ma©«iiiajK^©jWJiS & "ftSHfc*"-*' s - £ k: £ »; > a kj©«wjb§ & w^- 

^%t?^5 0 Mill /s^^-T^^BJttc^bT 
VNSMJ^ffiilfiM&C^-rsm^ I^CD4I^MU CTL^* 

o 

[0 0 6 5] 

H^iSIS & ^ U T »; , JC fe -5 S: ff o T % Mil W 

1 8 miiE4# 2003-3031289 
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[0 0 6 6] 
[0 0 6 7] 

(l) ^n*^^>7^^^h©Wi8 

bl h^-r ^n^^f>»77^i> h H-2 7 1li, Escherichia col i 
HBlOl/pHDIOl (FERM BP-2264) icy, ^H#ffH5,198,423-^^CfB«©^ 

h:7^ :/n**^>EfJ3fe<Z>7^* > h H-2 9 6, CH-271 
. CH-2 9 6&-£ft-^*u Escherichia coli HB101/pHD102 (FERM P-10721) 
, Escherichia coli HBlOl/pCHlOl (FERM BP-2799) „ Escherichia coli HB101/ 
PCH102 (FERM BP-2800) £*l&±ffi©&«£ffi«©:#i£^i&ilU W% 

[0 0 6 8] 

th7^f^n*^f >fi^077^>b C- 2 7 4 &, Escherichia coli 
JM109/pTF7221 (FERM BP-1915) SrJgV*, r ft £^H#fF3g5,102,988#&$g{C 

[0 0 6 9] 

H h •7U*# : ?-ym$k<D7 ; 5if* y h C-CSlit Escherichia coli 
HB101/pCS25 (FERM BP-5723) fc^W B##^3104178^<k#gK:fBl£©#i£l? 

[0 0 7 0] 

t ht7>f :/n*^>E&5fc<Z>:7 5^* > h CHV-89, CHV-179& 

1 9 ffiHE# 2003-3031289 
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> -^tl-etlEscherichia coli HB101/pGHV89 (FERM P-12182) , Escherichia col 
i HB101/PCHV179 (FERM P-12183) 0##§?2729712#£t?BCSa4B<Z>;£f& 

[0 0 7 1] 

bh7^D*Wft*©77^>h CHV- 9 O«0^#fF27 

T^X^ FpCHV9 0 £HiSgbfee>;L, m^^X^ F&##*"*Mt*ai# 
&Jg3IU »i&*ft«fcy CHV-9 OfcWSKl/fc. 
[0 0 7 2] 

fch7-f7*n^^f>ft*®75^>b CHV-18 1S, 
/18318#^° >7l/-yb tCfB«©^^T', CHV- 1 8 1 £3- Kt«DNAH 
^f^^^X^ F (p CHV 18 1) K&afASttfc 
T^JKffi (Escherichia coli HB101/pCHV181) £ig#U ^fg##>«fc »J> JigSOC 

hv- 179 £mWk<D^mx*mmisfeo 

[0 0 7 3] 

(2) CHV- 9 2©|HSS 

±|3©3KU^^KCHV- 1 8 1 &$83I3ii:£fc«>©:79;*3 F ' pCHV 
1 8 UCOV>T, CHV- 1 8 1 & 3- KT ««**©III- 1 3««fe3- F 
tSfiUfe^bfe^^? FCHV9 2£#igbfc 0 ^*»fPtt0*4*fflF2729 
712#45fc#K:|B«©, ^9*3 FP CHV 1 7 9^&©III- 1 4 3-K«*©^ 

±&<d??x§ fpchv9 zx^nmm^nr^mmnB 101 (Escheric 

hia coli HB101/PCHV92) fclftfeU «fe V H*4#«F«2729712-^K18B«© 

CHV - 8 9 3KU^^F©«f»*«SK:mDT»58*^S:ffVV ¥t§gCHV-9 

2 

[0 0 7 4] 

(3) H-275-Cys 

jKU^^FH- 2 7 5 -Cy s Sr^S^S 7c&© zf^T. % FttJKT fca*'*" 
^#}C^oT#^L/7c„ Escherichia coli HB101/pCH102 (FERM BP-2800) <fc U 

2 0 2003-3031289 




fpchi o zzmmvtc. zazf^zzFitmmz.^ mm&amm 
1 4 s:MWJ$:^t^7^v- i 2 s fc«ai*0>fflai#-* 1 5 izmmmm 

ffi-Stf Ffc3- K-TS^O. 8kb©DNAWf^&^fe. #6>*lfcDNA 

WtffcNcoI, BamHI (fct»KlS»Jltt») -CfllflSbfe*, Nool, B 
amHIf»ftbfepTV118N (MttfeUK) fc7^-i/3>t5Ii:(C 
*>J, ^U 4 pRHl?:iitfe. 
[0 0 7 5] 

^7X5 hMi'^-P INIII-omp [^-7>f J. (Ghrayeb 

J., et al.) , EMBO J., If§3#, »10#, fg2437~2442Jt (1984) ] BamH 

UHindi (M^fittS) tx-mith. yaK:/n^>f 

&-&b»0. 9kb©DNA$T#£lHllKL£o r*l&B amHI fcHi ncIITftg 
itVt=.±m<D^^^^ FpRHl iim^bT^-f^-^a>S:fTV^ 1 a c^n 

>f> ^_^^_^_$ : -(7)0jC-^^^'9X^ KpRHl-TSffe. 
[0 0 7 6] 

it^v-Cys -AfcW*J*©SI*l##l 7lcSSSB^fJ$:^-r^^'<^- 
Cys-StSMv^PCR£lS<!)«, 0JRUfcitf(gDN AWftf&N o t I (S 
MitftJg) T!»ffcU a&lC«DNAlW^&-fe^79>fy-2/S>S-ftfe. 
LTj|6ftfei«DNAtSpeIi:SoaI (MfittS) fc"C»flSbT#6 
tl*2. 3kb<Z>DNAWT#fc, ^U*pRHl-T&Sp e I i:S o a I ( 
S?S5itfc5i) fcT?tfrffcLT#&*l*2. 5kb<7)DNA|fT>i££Ml=rb-£v-'f 
*/a>&ffV^ ^5XU*pRH-Cys5:#fc 0 FIC&, tufS^H 

-2 7 1 ©N5fSSB«K:Me t-Ala-Ala-Se r <D 4 T ^ J Baffin S ft 
, a6KC5MIK:Cy ■ #*tjM*vfc#y FH- 2 7 F 

[0 0 7 7] 

TKU^^f KH-2 7 5-Cy s ttJKTO^ttKl J: U MiSbfco 
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^ FpRH-Cy sT*m9£mM-&ftt=.*mmKB 10 1 (Escherichia coli HB1 
01/pRH-Cys) &120ml©LB 3 7 °C X 1 b£. «fc »J HI 

lRbfclft?:4 0mlffliWiI (5 0mM Tris-HCl, ImM 
EDTA, 1 5 Q mM NaCl, ImM DTT, ImM PMSF, pH7 

. 5) ciib, itiii&^otift§»bfe. mMMZft^xmbft 

t^±mZmmmmffiW. (5 OmM Tris-HCl, PH7. 5) Tf¥lfrffcS 
#^Aft©#l&^W#&*fe#Lfcm> 0 — 1M N aC 

«fU H- 2 7 5-Cy s©^*lCffia , rSBf^«:^«)T«fKH- 2 7 5-C 
[0 0 7 8] 

H«U2 CTMCfctfSCD 8^tt«JW 

(1) PBKC©#|||t3J:t5## 

#S&Jfit£ISi&gL $&Jft?£&PBS(-)-£2«ff*U Ficoll-paque (7 7^i/Tt 
$8) ±K:M»bT500g*e20^W»^lltL/fe. *ISJi©**gifil#«i3WiiS(PBMC)S: 
If^y h"£®JK> Sfc^bfc. £Pfcb£PBMCta90% FBS (Bio Whittakerftjg) /l 
0%DMS0 (SIGMAttiS) **&fc<&##*K:»»U «*S3R*K:T##bfc. CT 
Lf|2gB#&Cter*ie>##PBMC£ 3 7tJ2K!§>£K:Tfc38Bltjl?U 10/Ag/ml DNase 
(Calbiochemtllg) &-^tfRPMI1640ig*fi (Bio Whittaker*±8§) b V 

[0 0 7 9] 

(2) ffij>yjV3iy*? ^^y-CTLcii 

Jn;^>7;bX>if ^7^f ^^'J-CTLCiiit Bednareke>tf>;£1& CJ. 
Immunology, #147#, ff§12#, fg4047~4053JC (1991) ] ft— »*SKUTSteJ6 
bfeo -T&fc>t>> 5%t hAB^lfillS, O.lmM^^T^y^, ImM tf;i/tf>^ 
MJ?A> 2mML-iOl;#^> (£TBio WhittakerfrSg), 10mM HEPES(^^J^-f 
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I1640Jgifi (Bio Whittaker*±§g) (J^"F5HRPMI t BSI") &C1-4X 10 6 cells/ml £ 

ftz&vicmmmz- en xmmht=.?Bnc^mm^ 2^mmmm^i"'h ( 

Falcon*±§g) JClml/? * 5%C 0 2 M^-T >^ra.K- # -eft, 37TC 

T*l. 5if^>^^^-hU *^»ffi<2«^^bfc 0 -^©^ 

lc«#bfc. ^ttbfe*«tctt. F4:bT5/*g/«i(Z>>f >7;i/x^if 

VwfV y{7s>? U ^XftSg)£^tf5HRPMl£0.5ml^5oMlU 2H#fI9^lCT 
-f>^n/^-h^, XliM (5500R) VX^m^MmUhtc. #fxM^ 

?x;v£RPMI1640*gi&£M^TSkt#^, *±«#bt 
^V\fel/^.3iO^-IIHflS&0.5~2X 10 6 cel ls/ml J: ? 5HRPMUCM b, lm 

D^^f>77^>h («T> FNfr£fS«-r&) &i&mKlOAg/'nl£&£ 3 
IC^Ubfeo ffi^tt, FNfr&m:&Db&V^%lg5£b£:o yV-b£5%CO 
2 ^ 3 7°CT'^#bfe 0 *g*lf§M^2 H @{C, 60U/ml<£> I L - 2 m^SS^± 
$g)iH0/ttg/mlC!)FNfr$:^tflml©5HRPMI (*fflg&> IL- 2 CD^^) fc^x^ 
Kl**, * 5 H B tC Wfttt-M* & »IL-2^i: OTHf r^^^ 

i (fittIL-2©m) $rlml-ro»bfeo 7 HB»c_hSBi:Hf#tcbT 
ffi««jR«ttfcW«bfc*fc, lMWi&#bfcl^7tf>#*-MB£0.5~2X10 6 c 
el ls/ml 3 JC5HRPMHCM> 1883 bfcmMll^lHfl§±&C lml ijVfo 

m\ih, S#ff#bfe. r<£>££, FNfr&^<KlO#g/ml£&££e>tC»b£: ( 
»mtt*H*36U) . lSMfc^2B@&C. 60U/ml©I L-2££tnO/ t g/ml<Z)FNfr£ 
-£tf (2>fRg&I L- 2(Dfy^M) lml©5HRPMIS:^^x;VtC^iPbfea *fe5H . 

lcig#£2 BHitt, CTL&i»bfc. 
[0 0 8 0] 

( 3 ) C T L iMM*&H£<z>tt£ 

mnmz- (2) ^W»bfcll»l«»«14HB«)CTL<Z)JWJB*»«5tttt, Ca 
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icein-mitm^frmmmwm'&m%.& cu tf>7i^x r. & (uchtenfei 

SR., et al.) „ J. Immnol. Methods, fj|172#, fg2^ H227~239K (1994)] 

##4Tt^t b feHLA-A2 . 1^#EBV h ^ V X 7 # - AB$|p& (0J3§i& 221A2 . 1 
) £lX10 6 cel ls/ml J:e>5%FBS (Bio Whittaker*±§JQ £^&RPMI1640ig 

%JCJBI«lfe. J»«fg25iiiMfc«sSJ:^K:Calcein-AM ( K ~ * >f h *fc$S) &»b 
„ 37°CT 1 Bm^bfco UflfeiS:Caicein-AMS:^*«sV^ifiK:T?5fe#ft20#4© 
K562M (ATCC CCL-243) fc«^U Calcein«ai«ttjffl]fifc bfc. &&> K562 

~9Xl0 6 cel ls/ml J: 3 JC5HRPMIT?M#JRtfc, 96j*>fflJI6JB*:/ h<Z># 

tfxiWClOO^l/^x^To^&bTfc^, rtl^lClX10 5 /mUcTObTcCalce 

in^^MB&ioo/* i/-?i;i/f^iii/fe„ ±mmsimmm<DA^f^ \/- 

h *mg-v i ftmMfo&. 3 7t:©iS;co ^y^-^K-^-nx^m^y 

W-h'J-^- (485nm/538nm) {C <fc o Tig#_t?f #K:]&£ffi£ tlfecalcein4& 
tW* b fee 4Wtti»J»**?Sttfci:JeAT©5S; 1 tcbfc^o xmm b fc„ 

&i '.mmmmmmmm^ (%) = c (^^x;v©M^-«/j^m*) 

*ffi*-*/Mfcffi*) 3x100 

[0 0 8 1] 

einJJcm*T*&y. *»3WJB^6©calceina«5fflCffi*S:a%"r. ^fifcffi* 
tt*»jWjajC#®?Sf£S!n?»STriton X-100 (-^^9^ f-?sVttM) &0.1&&D 

j: s Mmmwm&omtfc £ a> £ ft a* o & . 

[0 0 8 2] 

(4 ) C T LMJ&A9tf>K:£rf •& C D 8 BISMl^t J£^C»3t 
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(2) T*if§gb£:2X10 5 cells<£>CTL£ 1 : %A^jfc/l/ixT/l/'5 s fc F 
(^#^^X**f» ^frPBS (n^x-ftt^) ^fflVNTS^bfc^, PBST* 
$&#bfc„ ©5£*ffl«l%BSA (SIGMA^Sg) fc^trlOO n HDVZStpKMM U FITC 
^V^XIgGl%b<«FITC^ItT^X^tlhCD8^#: (£^CDAK0*±§g) 5: 
*±X*S O^M^^-hbfco -r>^rrL/<-b^ iffl«PBST* 
8fc#U ^lro/t^^^AT^^F&^^PBSiC^bfco £tf)M£FACS 
Vantage K^b> • 5 s -f y*>V>*±|g) & JB V ^ 7 n - hU-lC^ 

u .cd 8m^mm<D^m^m^ht=. 0 ^sriuc^t. 

[0 0 8 3] 
[^1] 



*1 




C D 8 iM§fHWia3f 


■ jL, i&< (O/ \ 


*t]& (FNfr *£§sJJP) 


6 0. 


2 


CH-296 


8 8. 


8 


CH-2 7 1 


6 5. 


7 


H- 2 7 1 


8 1. 


4 


C-2 7 4 


8 6. 


2 


H-2 7 5-Cy s 


7 9. 


0 


CHV-8 9 


7 0. 


2 


CHV-9 0 


7 7. 


0 


CHV-18 1 


7 3. 


1 


MRS (FNfr^l^Jn) 


3 3. 


0 


H-2 9 6 


4 0. 


1 


C-CS 1 


4 1. 


6 


CHV-9 2 


4 4. 


0 


CHV-1 7 9 


3 7. 


8 



[0 0 8 4] 
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- 2 9 6, CH-271, H-2 9 6, H-271, C-2 74, C-CS1, 
H- 2 7 5-Cys, CHV-89, CHV-90, CHV-92, CHV-1 
79, CHV-1 8 1) &S&6Hbfe#lCfcV^tt, i*l kfeSSflU LfcVVtfflSJCtfc 
icLT, C T Lfll VMj^ft 14H0Cfi^*CD8 BMtlBftCWMIV^ 

7 4^n***:y:79^*>h »J, C D 8 SHfeRMB 

fcfctticJlBBSiirfctf e> c t l &s§^-r s r t #?wefc s rt^^A^^o 

fee 

[0 0 8 5] 

(1) tfL^yyji^y+fV^frx ^=ev-CTL©ii 

«*w»*i4Hg©cTL©«jii«*«tt&, ii«2- (3) izmm^m 

T*Mr Lfeiil5, ^^pCDFNf rgslflUCD^MC J; « jWfiS*fFfl5tt©^tt«S 
[0 0 8 6] 

(2) CTLJCfcW5>f >#-n>f 3r>~ 2 U-fe^^-^JM^©^ 

-f 2 I^-fe^"*- (IL-2R) ^M2- (4) izmM 

&FITdiY'>XitML-2R (CD 2 5) iftflc (DAK0*±|g) KMMVt=.o 

2 &Ctj>1To 
[0 0 8 7] 
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W2] 

^2 



7^P^fy77^Vl' IL-2Rj88t»tfeHMa-&W (%) 





9 Q 


Q 
o 


T_T O Q ft 

Un — z y D 


U 1/ ■ 


Q 


TT O Q 

xi — z y o 


S Q 


A 
*± 


rl — Z 7 1 


O ft . 


c 

D 


C-274 


6 1. 


5 


H-2 7 5-Cy s 


7 8. 


2 


Crl v — o y 


53 9 
o Z . 


q 


CH V — 9 0 


yl Q 
4 O . 


Q 

o 


CHV-9 2 


5 5. 


6 


CHV-17 9 


5 0. 


3 


CHV-1 8 1 


4 4. 


8 




4 6. 


9 


CH-271 


6 0. 


9 


c-cs 1 


7 2. 


3 



[0 0 8 8] 

StlfeCT LiZ&\,\Ti$^irfr*)m8&M®$ 1 <D I L - 2 R#J§i*5©_t##ja&*l 
, I L- 2 R^4&^S^*^&CTL&«#^Si4l^iB'Tf*Sii:^ 
[0 0 8 9] 

(i) m>f >7^/x>ifi>>r-n/^ ^^u-cTLCDii 

(i) izmm&xm-zfrM. ##ufcPBMc«:Mvv mmmz - (2 
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itiM 1 4 0 |0CT L©ttlf Hi«J2- (3) tCfH«©^ 

[0 0 9 0] 

(2) CTL©fi£^i 

HWJ4- (1) ^Sf|gb;feCTL£5HRPMI^gfc^, 3X 10 4 cells/mUCgJS§g 

iiM2- (i) hLmm<D%mc&vmmLfcYiLA-A2.muifc 

allogenic PBMCfcXijWJJ (3300R) U jg^T^^2~5Xl0 6 cells/mUCiS$g 
bfeo CltlkOCTL (3Xl0 4 cells) ^allogenic PBMC (4~10X 10 6 cells) £ 
10ml©5HRPMI%b<&10%HycloneFBS, 0.1*M¥>&MT $ JM. lmM^;i/fc?>^ 
-rhV?&. 2mM L-^f;i/^^> (£TBio Whittaker*±|g) , 10mM HEPES(^;*J^ 
-f^X^^fclg), l°^hWh^^>-^>'J> (^^aBRL^±$g) &1§rtfR 
PMI1640*gi& (Bio Whittaker^tgg) (J^T> lOHycloneRPMI £ STf") tC^b, 
$ &C,img50ng/mlCDmCD 3^ OV^-fe >t»*±tg) &#B;LT12. 5 cm 2 

(7r;i^n>^±Sg) tcA#x> 3 7^c S^co 2 >f >=3f ^-#-<£ 

"£14HH9i&#b£ 0 ZKDEjpk CTL^(D^{C^iabfe%©i:|lIb^aMl0^g/ 
mlGDFNfrfcMlbfco FNfr Sr^i±-flC^$:fTo £*fraNC&FNfr&^ 

fCifmgl20U/ml<Z) I L- 2 £ £ &CJg*|H^4 H gj^&2~3 0 3' 

iUC^_h^&^^l^5S^ 60U/mltf)I L - 2 £-£tJ5HRPMI =fo b < ttlOHycloneR 
PMI 5«il|:#77^3tC»bfc 0 FNfr»p©^lCliHia^C?)FNfr 

fe^obfc j&fci&stBM&su i4Ha(c^jgM2- (3) £.mm<D*mz.xc 

^a^brv^^* r^mmmmmmmmw (%) j hbT»mbfc 0 

^2 : ^mmmmmmmm (%) - ct^^it©#^MMfit (% 
) /m*mmifi<DnmmmMmffi i &. (%) ] x 1 o o 

M^m^3lC^bfe 0 . ^^JCfeVNTE/T ratio^TOMlC^f ^> 
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[0 0 9 1 ] 

^3 





/ 'f 7 m -r* v7 


l/A>VTS7la £ ¥ i Vie J 


mama WW inl^zirE 


It V. /oj 








h// 1 rat 


; _ — q 
IO — O 


5HRPMI 


StRI (FNfr SkhUII) 


4 17 


1 7 . 


3 




CH— 2 7 1 


3 9 7 


5 3 . 


5 




H— 2 9 6 


4 13 


4 9. 


3 




C-CS1 


3 9 3 


4 9. 


3 




CHV-9 2 


3 7 0 


6 6. 


2 


lOHycloneRPMI 


(FNfr 


13 0 


48. 


1 




CH-2 7 1 


13 2 


2 5 0. 


8 




H-2 9 6 


7 5 


1 6 2. 


3 




H-2 7 1 


5 2 


7 2. 


2 




c-cs 1 


13 0 


10 0. 


2 




CHV-9 2 


3 5 


15 7. 


8 




mat 




fewest* m 


JNfflia^fSf4«i«f (%) 








E/T rat 


i o = i 0 


lOHycloneRPMI 


^88 (FNfrM^Jn) 


4 2 


4 6. 


3 




CHV-8 9 


3 5 


6 9. 


0 




CHV-9 0 


3 6 


7 5. 


6 



[0 0 9 2] 
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# *rtB t* & s - £ # m e> & ■=> . 

[0 0 9 3] 

(1) ^>^;vx>if^>f;i/^ ^^eu-CTLoii 

mk«2- (i) km*©***-*** ##bfePBMc%fflv^ mmmz - (2 

flHtHtttfcl 4 HBOCTL©M§f?Stt«:, H WJ 2 - (3) tc|B*©^S 
T?M lfctl5, f|^B#©FNf r^DCDJffMK: £ S<BJS*»IStt©36»B £h£ 

[0 0 9 4] 

(2) |j;*«tS*ifeCTLicfi»5>f^-n>f^-2 
©M 

H»J5- (1) Tf»8bfeCTLfe«(lfl4- (2) i:H*l®#Sn?Sfc** 
Hbfc= Cie>UT#e>*lfc* tfc*#**©CTLlCoVVt, g£B&«3- (2) IC 

ia«©*^-e i l — 2 R^BMSMiaoJtsissraajebfe. ^m&^i4 ic^f „ 

[0 0 9 5] 
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[3§t4] 



y A y ^ ^> y ' *s / s / / ^ i 


19.5 




4 5.3 


t t n n c 


4 7.7 


H-2 7 1 


*± o . o 


C-274 


5 3. 5 


H-CS 


3 9.7 


CHV-8 9 1 


28. 6 


CHV-9 0 


6 0.0 


CHV- 17 9 


5 3.7 


CHV- 18 1 


50. 3 



[0 0 9 6] 

IL-2R©*Wfe*tftia*<l!« c ^ CTLMfcfcWIt* 
[0 0 9 7] 

(1) ^£>f >7^/X>if^-<^X ^^'J-CTL©ii 
**«2- (1) CBiOiftt^E «#bfePBl!C&JBV^ **«2- (2 

■lilJ&*J:ilC*»bfe (#IWtt*HMn) o iWtl4HH©CTL(Daje 

n»J2- (3) Ktm<z>jimT*wmhfciLz.a, mmwomm 
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[0 0 9 8] 

mmms- d) tiiifccTLco^ts n^M3 - (2) Kmrnomfe 

[0 0 9 9] 



[^5] 





I L-2R3 




m (%) 






3 4. 0 
64. 6 





[0 10 0] 

[0 10 1] 

( 3 ) C T L ©fig**** 

9mm G- CD t»tfeCTL^lM4- (2) 4:|B«l<Z)^rt*Tflfc*» 

- t&ti^cT L©«iigis?sffis:^i«2 - (3) ^^©^ic 
tiimmm&m&mft (%) j t.Lxnmht=. 0 

[0 10 2] 
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[*6] 



^6 









m (%) 






E/T rat 


i o= 3 




13 0 


48. 


1 




15 7 


14 8. 


9 



[0 10 3] 

m*ft^fc.ffiiz&^Tizm^mMMwm^u&zftT^fc 0 ctlm 

[0 10 4] 

(1) FN75^>hHSft 

D*?^?^** > h (/H^10Ag/ml) &-grtfPBS&l~2ml*f'3a5jlIb, 

1/-K :7 9xn»teMfi^PBST*2IHifc$*Ufc. 
[0 10 5] 

(2) i>f>7;i/x>fi?>f;i/7N *=ey-CTL<z)Si^ 

§£«!|2- (1) CflB*©#SsT?dMfc ^#bfcPBMC£#V\ H»J2- (2 
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[0 10 6] 

c 3 ) c t l <Dm±mm 

mmwn- (2) tnifecTL^wj2- o) nmmo^rnxm^ 
ttmnztix^zfr* mmmmmmmm^mn (%) j zhxmvmmht^ 

[0 10 7] 
[3S7] 



*7 







MMMttm* (%) 

E/T rat i o = 3 




13 0 


4 8.1 


CH-2 7 1 


12 8 


9 5.4 


H-296 


2 7 


95, 0 


H-271 


40 


13 3. 9 


C-CS 1 


13 0 


7 3.8 


H-2 7 5-Cy s 


8 7 


13 7.7 


CHV- 9 2 


12 2 


9 2.7 



[0 10 8] 
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[0 10 9] 



SEQ 


ID 


NO: 


:4 ; 


Fibronectin fragment named H-296. 


SEQ 


ID 


NO: 


:5 ; 


Fibronectin fragment named CH-271. 


SEQ 


ID 


NO: 


•6 ; 


Fibronectin fragment named CH-296. 


SEQ 


ID 


NO: 


:7 ; 


Fibronectin fragment named C-CS1. 


SEQ 


ID 


NO: 


8 ; 


Fibronectin fragment named CHV-89. 


SEQ 


ID 


NO: 


9 ; 


Fibronectin fragment named CHV-90. 


SEQ 


ID 


NO: 


10 


; Fibronectin fragment named CHV-92. 


SEQ 


ID 


NO: 


11 


; Fibronectin fragment named CHV-179. 


SEQ 


ID 


NO: 


12 


; Fibronectin fragment named CHV-181. 


SEQ 


ID 


NO: 


13 


; Fibronectin fragment named H-275-Cys. 


SEQ 


ID 


NO: 


14 


; Primer 12S. 


SEQ 


ID 


NO: 


15 


; Primer 14A. 


SEQ 


ID 


NO: 


16 


; Primer Cys-A. 


SEQ 


ID 


NO: 


17 


; Primer Cys-S. 


SEQ 


ID 


NO: 


18 


; Designed peptide based on matrixprotein derived from infl 


uenza virus. 





[0 110] 



SEQUENCE LISTING 
<110> Takara Shuzo Co. , Ltd. 

<120> Process for the preparation of T cell having cytotoxic activity 
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<130> T-1740 
<160> 18 



<210> 1 
<211> 274 
<212> PRT 
<213> Human 

<400> 1 

Pro Thr Asp Leu Arg Phe Thr Asn lie Gly Pro Asp Thr Met Arg 
15 10 I 5 

Val Thr Trp Ala Pro Pro Pro Ser lie Asp Leu Thr Asn Phe Leu 
20 25 30 

Val Arg Tyr Ser Pro Val Lys Asn Glu Glu Asp Val Ala Glu Leu 
35 40 45 

Ser He Ser Pro Ser Asp Asn Ala Val Val Leu Thr Asn Leu Leu 
50 55 60 

Pro Gly Thr Glu Tyr Val Val Ser Val Ser Ser Val Tyr Glu Gin 
65 70 75 

His Glu Ser Thr Pro Leu Arg Gly Arg Gin Lys Thr Gly Leu Asp 
80 85 90 

Ser Pro Thr Gly He Asp Phe Ser Asp He Thr Ala Asn Ser Phe 
95 100 105 

Thr Val His Trp lie Ala Pro Arg Ala Thr He Thr Gly Tyr Arg 
110 115 120 

He Arg His His Pro Glu His Phe Ser Gly Arg Pro Arg Glu Asp 
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125 130 135 

Arg Val Pro His Ser Arg Asn Ser lie Thr Leu Thr Asn Leu Thr 
140 145 150 

Pro Gly Thr Glu Tyr Val Val Ser lie Val Ala Leu Asn Gly Arg 
155 160 165 

Glu Glu Ser Pro Leu Leu He Gly Gin Gin Ser Thr Val Ser Asp 
170 175 180 

Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro Thr Ser Leu 
185 190 195 

Leu He Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr Tyr Arg 
200 205 210 

He Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gin Glu Phe 
215 220 225 

Thr Val Pro Gly Ser Lys Ser Thr Ala Thr He Ser Gly Leu Lys 
230 235 240 

Pro Gly Val Asp Tyr Thr lie Thr Val Tyr Ala Val Thr Gly Arg 
245 250 255 

Gly Asp Ser Pro Ala Ser Ser Lys Pro lie Ser lie Asn Tyr Arg 
260 265 270 

Thr Glu He Asp 



<210> 2 
<211> 25 
<212> PRT 
<213> Human 

<400> 2 

Asp Glu Leu Pro Gin Leu Val Thr Leu Pro His Pro Asn Leu His 
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1 



5 



10 



15 



Gly Pro Glu He Leu Asp Val Pro Ser Thr 



20 



25 



<210> 3 
<211> 271 
<212> PRT 
<213> Human 

<400> 3 

Ala lie Pro Ala Pro Thr Asp Leu Lys Phe Thr Gin Val Thr Pro 

1 5 10 15 

Thr Ser Leu Ser Ala Gin Trp Thr Pro Pro Asn Val Gin Leu Thr 

20 25 30 

Gly Tyr Arg Val Arg Val Thr Pro Lys Glu Lys Thr Gly Pro Met 

35 40 45 

Lys Glu lie Asn Leu Ala Pro Asp Ser Ser Ser Val Val Val Ser 

50 55 60 

Gly Leu Met Val Ala Thr Lys Tyr Glu Val Ser Val Tyr Ala Leu 

65 70 75 

Lys Asp Thr Leu Thr Ser Arg Pro Ala Gin Gly Val Val Thr Thr 

80 85 90 
Leu Glu Asn Val Ser Pro Pro Arg Arg Ala Arg Val Thr Asp Ala 

95 100 105 
Thr Glu Thr Thr lie Thr He Ser Trp Arg Thr Lys Thr Glu Thr 

110 115 120 
He Thr Gly Phe Gin Val Asp Ala Val Pro Ala Asn Gly Gin Thr 



125 



130 



135 
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Pro He Gin Arg Thr He Lys Pro Asp Val Arg Ser Tyr Thr lie 

140 145 150 

Thr Gly Leu Gin Pro Gly Thr Asp Tyr Lys lie Tyr Leu Tyr Thr 

155 160 165 

Leu Asn Asp Asn Ala Arg Ser Ser Pro Val Val lie Asp Ala Ser 

170 175 180 

Thr Ala He Asp Ala Pro Ser Asn Leu Arg Phe Leu Ala Thr Thr 

185 190 195 

Pro Asn Ser Leu Leu Val Ser Trp Gin Pro Pro Arg Ala Arg lie 

200 205 210 

Thr Gly Tyr lie lie Lys Tyr Glu Lys Pro Gly Ser Pro Pro Arg 

215 220 225 

Glu Val Val Pro Arg Pro Arg Pro Gly Val Thr Glu Ala Thr He 

230 235 240 

Thr Gly Leu Glu Pro Gly Thr Glu Tyr Thr He Tyr Val He Ala 

245 250 255 

Leu Lys Asn Asn Gin Lys Ser Glu Pro Leu He Gly Arg Lys Lys 

260 265 270 

Thr 



<210> 4 
<211> 296 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> fibronectin fragment named H-296 



ffi!E# 2003-3031289 
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<400> 4 

Ala He Pro Ala Pro Thr Asp Leu Lys phe Thr Gin Val Thr Pro 
1 5 10 15 

Thr Ser Leu Ser Ala Gin Trp Thr Pro Pro Asn Val Gin Leu Thr 

20 25 30 

Gly Tyr Arg Val Arg Val Thr Pro Lys Glu Lys Thr Gly Pro Met 

35 40 45 

Lys Glu He Asn Leu Ala Pro Asp Ser Ser Ser Val Val Val Ser 

50 55 60 

Gly Leu Met Val Ala Thr Lys Tyr Glu Val Ser Val Tyr Ala Leu 
65 70 75 

Lys Asp Thr Leu Thr Ser Arg Pro Ala Gin Gly Val Val Thr Thr 
80 85 90 

Leu Glu Asn Val Ser Pro Pro Arg Arg Ala Arg Val Thr Asp Ala 
95 100 105 

Thr Glu Thr Thr He Thr lie Ser Trp Arg Thr Lys Thr Glu Thr 

110 115 120 

He Thr Gly Phe Glri Val Asp Ala Val Pro Ala Asn Gly Gin Thr 

125 130 135 

Pro He Gin Arg Thr lie Lys Pro Asp Val Arg Ser Tyr Thr He 

140 145 150 

Thr Gly Leu Gin Pro Gly Thr Asp Tyr Lys He Tyr Leu Tyr Thr 

155 160 165 

Leu Asn Asp Asn Ala Arg Ser Ser Pro Val Val He Asp Ala Ser 

170 175 180 

Thr Ala lie Asp Ala Pro Ser Asn Leu Arg Phe Leu Ala Thr Thr 

185 190 195 

Pro Asn Ser Leu Leu Val Ser Trp Gin Pro Pro Arg Ala Arg He 

200 205 210 
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Thr Gly Tyr He lie Lys Tyr Glu Lys Pro Gly Ser Pro Pro Arg 

215 • 220 225 

Glu Val Val Pro Arg Pro Arg Pro Gly Val Thr Glu Ala. Thr He 

230 235 240 

Thr Gly Leu Glu Pro Gly Thr Glu Tyr Thr He Tyr Val lie Ala 

245 250 255 

Leu Lys Asn Asn Gin Lys Ser Glu Pro Leu lie Gly Arg Lys Lys 

260 265 270 

Thr Asp Glu Leu Pro Gin Leu Val Thr Leu Pro His Pro Asn Leu 

275 280 285 

His Gly Pro Glu He Leu Asp Val Pro Ser Thr 

290 295 



<210> 5 
<211> 549 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> fibronectin fragment named CH-271 
<400> 5 

Pro Thr Asp Leu Arg Phe Thr Asn He Gly Pro Asp Thr Met Arg 
15 10 15 

Val Thr Trp Ala Pro Pro Pro Ser He Asp Leu Thr Asn Phe Leu 
20 25 30 

Val Arg Tyr Ser Pro Val Lys Asn Glu Glu Asp Val Ala Glu Leu 
35 40 45 
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Ser He Ser Pro Ser Asp Asn Ala Val Val Leu Thr Asn Leu Leu 

50 55 60 

Pro Gly Thr Glu Tyr Val Val Ser Val Ser Ser Val Tyr Glu Gin 

65 70 75 

His Glu Ser Thr Pro Leu Arg Gly Arg Gin Lys Thr Gly Leu Asp 

80 85 90 

Ser Pro Thr Gly He Asp Phe Ser Asp lie Thr Ala Asn Ser Phe 

95 100 105 

Thr Val His Trp lie Ala Pro Arg Ala Thr lie Thr Gly Tyr Arg 

110 115 120 

He Arg His His Pro Glu His Phe Ser Gly Arg Pro Arg Glu Asp 

125 130 135 

Arg Val Pro His Ser Arg Asn Ser lie Thr Leu Thr Asn Leu Thr 

140 145 150 

Pro Gly Thr Glu Tyr Val Val Ser lie Val Ala Leu Asn Gly Arg 

155 160 165 

Glu Glu Ser Pro Leu Leu He Gly Gin Gin Ser Thr Val Ser Asp 

170 175 180 

Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro Thr Ser Leu 

185 190 195 

Leu He Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr Tyr Arg 

200 205 210 

He Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gin Glu Phe 

215 220 225 

Thr Val Pro Gly Ser Lys Ser Thr Ala Thr lie Ser Gly Leu Lys 

230 235 240 

Pro Gly Val Asp Tyr Thr He Thr Val Tyr Ala Val Thr Gly Arg 

245 250 255 

Gly Asp Ser Pro Ala Ser Ser Lys Pro He Ser lie Asn Tyr Arg 
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260 265 270 

Thr Glu He Asp Lys Pro Ser Met Ala He Pro Ala Pro Thr Asp 
275 280 285 

Leu Lys Phe Thr Gin Val Thr Pro Thr Ser Leu Ser Ala Gin Trp 
290 295 300 

Thr Pro Pro Asn Val Gin Leu Thr Gly Tyr Arg Val Arg Val Thr 
305 310 315 

Pro Lys Glu Lys Thr Gly Pro Met Lys Glu lie Asn Leu Ala Pro 
320 325 330 

Asp Ser Ser Ser Val Val Val Ser Gly Leu Met Val Ala Thr Lys 
335 340 345 

Tyr Glu Val Ser Val Tyr Ala Leu Lys Asp Thr Leu Thr Ser Arg 
350 355 360 

Pro Ala Gin Gly Val Val Thr Thr Leu Glu Asn Val Ser Pro Pro 
365 370 375 

Arg Arg Ala Arg Val Thr Asp Ala Thr Glu Thr Thr He Thr He 
380 385 390 

Ser Trp Arg Thr Lys Thr Glu Thr lie Thr Gly Phe Gin Val Asp 
395 400 405 

Ala Val Pro Ala Asn Gly Gin Thr Pro lie Gin Arg Thr lie Lys 
410 415 420 

Pro Asp Val Arg Ser Tyr Thr lie Thr Gly Leu Gin Pro Gly Thr 
425 430 435 

Asp Tyr Lys lie Tyr Leu Tyr Thr Leu Asn Asp Asn Ala Arg Ser 
440 445 450 

Ser Pro Val Val lie Asp Ala Ser Thr Ala lie Asp Ala Pro Ser 
455 460 465 

Asn Leu Arg Phe Leu Ala Thr Thr Pro Asn Ser Leu Leu Val Ser 
470 475 480 
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Trp Gin Pro Pro Arg Ala Arg He Thr Gly Tyr lie He Lys Tyr 

485 490 495 

Glu Lys Pro Gly Ser Pro Pro Arg Glu Val Val Pro Arg Pro Arg 

500 505 . 510 

Pro Gly Val Thr Glu Ala Thr lie Thr Gly Leu Glu Pro Gly Thr 

515 520 525 

Glu Tyr Thr He Tyr Val lie Ala Leu Lys Asn Asn Gin Lys Ser 

530 535 540 

Glu Pro Leu lie Gly Arg Lys Lys Thr 

545 



<210> 6 
<211> 574 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> fibronectin fragment named CH-296 
<400> 6 

Pro Thr Asp Leu Arg Phe Thr Asn lie Gly Pro Asp Thr Met Arg 
15 10 15 

Val Thr Trp Ala Pro Pro Pro Ser lie Asp Leu Thr Asn Phe Leu 

20 25 30 

Val Arg Tyr Ser Pro Val Lys Asn Glu Glu Asp Val Ala Glu Leu 

35 40 45 

Ser He Ser Pro Ser Asp Asn Ala Val Val Leu Thr Asn Leu Leu 

50 55 60 
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Pro Gly Thr Glu Tyr Val Val Ser ValSer Ser Val Tyr Glu Gin 
65 70 75 

His Glu Ser Thr Pro Leu Arg Gly Arg Gin Lys Thr Gly Leu Asp 
80 85 90 

Ser Pro. Thr Gly He Asp Phe Ser Asp lie Thr Ala Asn Ser Phe 
95 100 105 

Thr Val His Trp lie Ala Pro Arg Ala Thr lie Thr Gly Tyr Arg 
110 115 120 

He Arg His His Pro Glu His Phe Ser Gly Arg Pro Arg Glu Asp 
125 130 135 

Arg Val Pro His Ser Arg Asn Ser He Thr Leu Thr Asn Leu Thr 
140 145 150 

Pro Gly Thr Glu Tyr Val Val Ser lie Val Ala Leu Asn Gly Arg 
155 160 165 

Glu Glu Ser Pro Leu Leu lie Gly Gin Gin Ser Thr Val Ser Asp 
170 175 180 

Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro Thr Ser Leu 
185 190 195 

Leu He Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr Tyr Arg 
200 205 210 

He Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gin Glu Phe 
215 220 225 

Thr Val Pro Gly Ser Lys Ser Thr Ala Thr lie Ser Gly Leu Lys 
230 235 240 

Pro Gly Val Asp Tyr Thr lie Thr Val Tyr Ala Val Thr Gly Arg 
245 250 255 

Gly Asp Ser Pro Ala Ser Ser Lys Pro lie Ser lie Asn Tyr Arg 
260 265 270 

Thr Glu He Asp Lys Pro Ser Met Ala He Pro Ala Pro Thr Asp 
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275 280 285 

Leu Lys Phe Thr Gin Val Thr Pro Thr Ser Leu Ser Ala Gin Trp 

290 295 300 

Thr Pro Pro Asn Val Gin Leu Thr Gly Tyr Ark Val Arg Val Thr 

305 310 315 

Pro Lys Glu Lys Thr Gly Pro Met Lys Glu He Asn Leu Ala Pro 

320 325 330 

Asp Ser Ser Ser Val Val Val Ser Gly Leu Met Val Ala Thr Lys 

335 340 345 

Tyr Glu Val Ser Val Tyr Ala Leu Lys Asp Thr Leu Thr Ser Arg 

350 355 360 

Pro Ala Gin Gly Val Val Thr Thr Leu Glu Asn Val Ser Pro Pro 

365 370 375 

Arg Arg Ala Arg Val Thr Asp Ala Thr Glu Thr Thr lie Thr He 

380 385 390 

Ser Trp Arg Thr Lys Thr Glu Thr lie Thr Gly Phe Gin Val Asp 

395 400 405 

Ala Val Pro Ala Asn Gly Gin Thr Pro He Gin Arg Thr He Lys 

410 415 420 

Pro Asp Val Arg Ser Tyr Thr lie Thr Gly Leu Gin Pro Gly Thr 

425 430 435 

Asp Tyr Lys lie Tyr Leu Tyr Thr Leu Asn Asp Asn Ala Arg Ser 

440 445 450 

Ser Pro Val Val He Asp Ala Ser Thr Ala He Asp Ala Pro Ser 

455 460 465 

Asn Leu Arg Phe Leu Ala Thr Thr Pro Asn Ser Leu Leu Val Ser 

470 475 480 

Trp Gin Pro Pro Arg Ala Arg lie Thr Gly Tyr He He Lys Tyr 

485 490 495 
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Glu Lys Pro Gly Ser Pro Pro Arg Glu Val Val Pro Arg Pro Arg 

500 . 505 510 

Pro Gly Val Thr Glu Ala Thr lie Thr Gly Leu Glu Pro Gly Thr 

515 520 525 

Glu Tyr Thr He Tyr Val He Ala Leu Lys Asn Asn Gin Lys Ser 

530 535 540 

Glu Pro Leu lie Gly Arg Lys Lys Thr Asp Glu Leu Pro Gin Leu 

545 550 555 

Val Thr Leu Pro His Pro Asn Leu His Gly Pro Glu lie Leu Asp 

560 565 570 

Val Pro Ser Thr 



<210> 7 
<211> 302 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> fibronectin fragment named C-CS1 
<400> 7 

Pro Thr Asp Leu Arg Phe Thr Asn lie Gly Pro Asp Thr Met Arg 
15 10 15 

Val Thr Trp Ala Pro Pro Pro Ser lie Asp Leu Thr Asn Phe Leu 
20 25 30 

Val Arg Tyr Ser Pro Val Lys Asn Glu Glu Asp Val Ala Glu Leu 
35 40 45 

Ser He Ser Pro Ser Asp Asn Ala Val Val Leu Thr Asri Leu Leu 
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50 55 60 

Pro Gly Thr Glu Tyr Val Val Ser Val Ser Ser Val Tyr Glu Gin 

65 70 75 

His Glu Ser Thr Pro Leu Arg Gly Arg Gin Lys Thr Gly Leu Asp 

80 85 90 

Ser Pro Thr Gly He Asp Phe Ser Asp lie Thr Ala Asn Ser Phe 

95 100 105 

Thr Val His Trp lie Ala Pro Arg Ala Thr He Thr Gly Tyr Arg 
110 115 120 

He Arg His His Pro Glu His Phe Ser Gly Arg Pro Arg Glu Asp 

125 130 135 

Arg Val Pro His Ser Arg Asn Ser He Thr Leu Thr Asn Leu Thr 

140 145 150 

Pro Gly Thr Glu Tyr Val Val Ser He Val Ala Leu Asn Gly Arg 

155 160 165 

Glu Glu Ser Pro Leu Leu He Gly Gin Gin Ser Thr Val Ser Asp 

170 175 180 

Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro Thr Ser Leu 

185 190 195 

Leu He Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr Tyr Arg 

200 205 210 

He Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gin Glu Phe 

215 220 225 

Thr Val Pro Gly Ser Lys Ser Thr Ala Thr lie Ser Gly Leu Lys 

230 235 240 

Pro Gly Val Asp Tyr Thr lie Thr Val Tyr Ala Val Thr Gly Arg 

245 250 255 

Gly Asp Ser Pro Ala Ser Ser Lys Pro lie Ser lie Asn Tyr Arg 

260 265 270 
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Thr Glu He Asp Lys Pro Ser Asp Glu Leu Pro Gin Leu Val Thr 
275 280 285 

Leu Pro His Pro Asn Leu His Gly Pro Glu He Leu Asp Val Pro 

290 295 . 300 

Ser Thr 



<210> 8 
<211> 367 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> fibronectin fragment named CHV-89 
<400> 8 

Pro Thr Asp Leu Arg Phe Thr Asn He Gly Pro Asp Thr Met Arg 
1 5 10 15 

Val Thr Trp Ala Pro Pro Pro Ser He Asp Leu Thr Asn Phe Leu 

20 25 30 

Val Arg Tyr Ser Pro Val Lys Asn Glu Glu Asp Val Ala Glu Leu 

35 40 45 

Ser He Ser Pro Ser Asp Asn Ala Val Val Leu Thr Asn Leu Leu 

50 55 60 

Pro Gly Thr Glu Tyr Val Val Ser Val Ser Ser Val Tyr Glu Gin 

65 70 75 

His Glu Ser Thr Pro Leu Arg Gly Arg Gin Lys Thr Gly Leu Asp 

80 85 90 

Ser Pro Thr Gly He Asp Phe Ser Asp lie Thr Ala Asn Ser Phe 
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g5 100 105 

Thr Val His Trp lie Ala Pro Arg Ala Thr lie Thr Gly Tyr Arg 
110 115 120 

He Arg His His Pro Glu His Phe Ser Gly Arg Pro Arg Glu Asp 
125 130 135 

Arg Val Pro His Ser Arg Asn Ser lie Thr Leu Thr Asn Leu Thr 
140 145 150 

Pro Gly Thr Glu Tyr Val Val Ser He Val Ala Leu Asn Gly Arg 
155 160 165 

Glu Glu Ser Pro Leu Leu He Gly Gin Gin Ser Thr Val Ser Asp 
170 175 180 

Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro Thr Ser Leu 
185 190 195 

Leu He Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr Tyr Arg 
200 205 210 

He Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gin Glu Phe 
. 215 220 225 

Thr Val Pro Gly Ser Lys Ser Thr Ala Thr He Ser Gly Leu Lys 
230 235 240 

Pro Gly Val Asp Tyr Thr lie Thr Val Tyr Ala Val Thr Gly Arg 
245 250 255 

Gly Asp Ser Pro Ala Ser Ser Lys Pro lie Ser lie Asn Tyr Arg 
260 265 270 

Thr Glu He Asp Lys Pro Ser Met Asn Val Ser Pro Pro Arg Arg 
275 280 285 

Ala Arg Val Thr Asp Ala Thr Glu Thr Thr lie Thr He Ser Trp 
290 295 300 

Arg Thr Lys Thr Glu Thr lie Thr Gly Phe Gin Val Asp Ala Val 
305 310 315 
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Pro Ala Asn Gly Gin Thr Pro lie Gin Arg Thr He Lys Pro Asp 

320 325 330 

Val Arg Ser Tyr Thr He Thr Gly Leu Gin Pro Gly Thr Asp Tyr 

335 340 345 
Lys He Tyr Leu Tyr Thr Leu Asn Asp Asn Ala Arg Ser Ser Pro 

350 355 360 
Val Val lie Asp Ala Ser Thr 

365 



<210> 9 
<211> 368 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> f ibronectin fragment named CHV-90 
<400> 9 

Pro Thr Asp Leu Arg Phe Thr Asn He Gly Pro Asp Thr Met Arg 

15 10 15 

Val Thr Trp Ala Pro Pro Pro Ser lie Asp Leu Thr Asn Phe Leu 

20 25 30 

Val Arg Tyr Ser Pro Val Lys Asn Glu Glu Asp Val Ala Glu Leu 

35 40 45 

Ser He Ser Pro Ser Asp Asn Ala Val Val Leu Thr Asn Leu Leu 

50 55 60 

Pro Gly Thr Glu Tyr Val Val Ser Val Ser Ser Val Tyr Glu Gin 

65 70 75 
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His Glu Ser Thr Pro Leu Arg Gly Arg Gin Lys Thr Gly Leu Asp 
80 85 90 

Ser Pro Thr Gly He Asp Phe Ser Asp He Thr Ala Asn Ser Phe 
95 100 105 

Thr Val His Trp lie Ala Pro Arg Ala Thr lie Thr Gly Tyr Arg 
110 115 12°. 

lie Arg His His Pro Glu His Phe Ser Gly Arg Pro Arg Glu Asp 
125 130 135 

Arg Val Pro His Ser Arg Asn Ser lie Thr Leu Thr Asn Leu Thr 
140 145 150 

Pro Gly Thr Glu Tyr Val Val Ser He Val Ala Leu Asn Gly Arg 
155 160 165 

Glu Glu Ser Pro Leu Leu He Gly Gin Gin Ser Thr Val Ser Asp 
170 175 180 

Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro Thr Ser Leu 
185 190 195 

Leu He Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr Tyr Arg 
200 205 210 

He Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gin Glu Phe 
215 220 225 

Thr Val Pro Gly Ser Lys Ser Thr Ala Thr lie Ser Gly Leu Lys 
230 235 240 

Pro Gly Val Asp Tyr Thr He Thr Val Tyr Ala Val Thr Gly Arg 
245 250 255 

Gly Asp Ser Pro Ala Ser Ser Lys Pro lie Ser lie Asn Tyr Arg 
260 265 270 

Thr Glu He Asp Lys Pro Ser Met Ala lie Asp Ala Pro Ser Asn 
275 280 285 

Leu Arg Phe Leu Ala Thr Thr Pro Asn Ser Leu Leu Val Ser Trp 
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290 295 300 

Gin Pro Pro Arg Ala Arg lie Thr Gly Tyr lie lie Lys Tyr Glu 

305 310 315 

Lys Pro Gly Ser Pro Pro Arg Glu Val Val Pro Arg Pro Arg Pro 

320 325 330 

Gly Val Thr Glu Ala Thr He Thr Gly Leu Glu Pro Gly Thr Glu 

335 340 345 

Tyr Thr lie Tyr Val lie Ala Leu Lys Asn Asn Gin Lys Ser Glu 

350 355 360 

Pro Leu He Gly Arg Lys Lys Thr 

365 



<210> 10 
<211> 370 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> fibronectin fragment named CHV-92 
<400> 10 

Pro Thr Asp Leu Arg Phe Thr Asn lie Gly Pro Asp Thr Met Arg 
15 10 15 

Val Thr Trp Ala Pro Pro Pro Ser lie Asp Leu Thr Asn Phe Leu 
20 25 30 

Val Arg Tyr Ser Pro Val Lys Asn Glu Glu Asp Val Ala Glu Leu 
35 40 45 

Ser lie Ser Pro Ser Asp Asn Ala Val Val Leu Thr Asn Leu Leu 
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50 55 60 

Pro Gly Thr Glu Tyr Val Val Ser Val Ser Ser Val Tyr Glu Gin 
65 70 75 

His Glu Ser Thr Pro Leu Arg Gly Arg Gin Lys Thr Gly Leu Asp 
80 85 90 

Ser Pro Thr Gly He Asp Phe Ser Asp He Thr Ala Asn Ser Phe 
95 100 105 

Thr Val His Trp He Ala Pro Arg Ala Thr He Thr Gly Tyr Arg 
110 115 120 

He Arg His His Pro Glu His Phe Ser Gly Arg Pro Arg Glu Asp 
125 130 135 

Arg Val Pro His Ser Arg Asn Ser lie Thr Leu Thr Asn Leu Thr 
140 145 150 

Pro Gly Thr Glu Tyr Val Val Ser lie Val Ala Leu Asn Gly Arg 
155 . 160 165 

Glu Glu Ser Pro Leu Leu lie Gly Gin Gin Ser Thr Val Ser Asp 
170 175 180 

Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro Thr Ser Leu 
185 190 195 

Leu He Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr Tyr Arg 
200 205 210 

lie Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gin Glu Phe 
215 220 225 

Thr Val Pro Gly Ser Lys Ser Thr Ala Thr lie Ser Gly Leu Lys 
230 235 240 

Pro Gly Val Asp Tyr Thr lie Thr Val Tyr Ala Val Thr Gly Arg 
245 250 255 

Gly Asp Ser Pro Ala Ser Ser Lys Pro lie Ser lie Asn Tyr Arg 
260 265 270 
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Thr Glu He Asp Lys Pro Ser Met Ala lie Pro Ala Pro Thr Asp 
275 280 285 

Leu Lys Phe Thr Gin Val Thr Pro Thr Ser Leu Ser Ala Gin Trp 
290 295 ' 300 

Thr Pro Pro Asn Val Gin Leu Thr Gly Tyr Arg Val Arg Val Thr 
305 310 315 

Pro Lys Glu Lys Thr Gly Pro Met Lys Glu lie Asn Leu Ala Pro 
320 325 330 

Asp Ser Ser Ser Val Val Val Ser Gly Leu Met Val Ala Thr Lys 
335 340 345 

Tyr Glu Val Ser Val Tyr Ala Leu Lys Asp Thr Leu Thr Ser Arg 
350 355 360 

Pro Ala Gin Gly Val Val Thr Thr Leu Glu 
365 370 



<210> 11 
<211> 457 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> fibronectin fragment named CHV-179 
<400> 11 

Pro Thr Asp Leu Arg Phe Thr Asn lie Gly Pro Asp Thr Met Arg 
15 10 15 

Val Thr Trp Ala Pro Pro Pro Ser lie Asp Leu Thr Asn Phe Leu 
20 25 30 
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Val Arg Tyr Ser Pro Val Lys Asn Glu Glu Asp Val Ala Glu Leu 
35 40 45 

Ser lie Ser Pro Ser Asp Asn Ala Val Val Leu Thr Asn Leu Leu 
50 55 60 

Pro Gly Thr Glu Tyr Val Val Ser Val Ser Ser Val Tyr Glu Gin 
65 70 75 

His Glu Ser Thr Pro Leu Arg Gly Arg Gin Lys Thr Gly Leu Asp 
80 85 90 

Ser Pro Thr Gly He Asp Phe Ser Asp lie Thr Ala Asn Ser Phe 
g5 100 105 

Thr Val His Trp lie Ala Pro Arg Ala Thr lie Thr Gly Tyr Arg 
HO 115 120 

He Arg His His Pro Glu His Phe Ser Gly Arg Pro Arg Glu Asp 
125 130 135 

Arg Val Pro His Ser Arg Asn Ser He Thr Leu Thr Asn Leu Thr 
140 145 150 

Pro Gly Thr Glu Tyr Val Val Ser lie Val Ala Leu Asn Gly Arg 
155 160 165 

Glu Glu Ser Pro Leu Leu lie Gly Gin Gin Ser Thr Val Ser Asp 
170 175 180 

Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro Thr Ser Leu 
185 190 195 

Leu He Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr Tyr Arg 
200 205 210 

He Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gin Glu Phe 
215 220 225 

Thr Val Pro Gly Ser Lys Ser Thr Ala Thr lie Ser Gly Leu Lys 
230 235 240 

Pro Gly Val Asp Tyr Thr lie Thr Val Tyr Ala Val Thr Gly Arg 
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245 250 255 

Gly Asp Ser Pro Ala Ser Ser Lys Pro He Ser He Asn Tyr Arg 
260 265 270 

Thr Glu He Asp Lys Pro Ser Met Asn Val Ser Pro Pro Arg Arg 
275 280 285 

Ala Arg Val Thr Asp Ala Thr Glu Thr Thr lie Thr lie Ser Trp 
290 295 300 

Arg Thr Lys Thr Glu Thr He Thr Gly Phe Gin Val Asp Ala Val 
305 ' 310 315 

Pro Ala Asn Gly Gin Thr Pro lie Gin Arg Thr lie Lys Pro Asp 
320 325 330 

Val Arg Ser Tyr Thr He Thr Gly Leu Gin Pro Gly Thr Asp Tyr 
335 340 345 

Lys lie Tyr Leu Tyr Thr Leu Asn Asp Asn Ala Arg Ser Ser Pro 
350 355 360 

Val Val He Asp Ala Ser Thr Ala lie Asp Ala Pro Ser Asn Leu 
365 370 375 

Arg Phe Leu Ala Thr Thr Pro Asn Ser Leu Leu Val Ser Trp Gin 
380 385 390 

Pro Pro Arg Ala Arg lie Thr Gly Tyr lie He Lys Tyr Glu Lys 
395 400 405 

Pro Gly Ser Pro Pro Arg Glu Val Val Pro Arg Pro Arg Pro Gly 
410 415 420 

Val Thr Glu Ala Thr lie Thr Gly Leu Glu Pro Gly Thr Glu Tyr 
425 430 435 

Thr He Tyr Val lie Ala Leu Lys Asn Asn Gin Lys Ser Glu Pro 
440 445 450 

Leu He Gly Arg Lys Lys Thr 
455 
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<210> 12 
<211> 472 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> fibronectin fragment named CHV-181 
<400> 12 

Pro Thr Asp Leu Arg Phe Thr Asn lie Gly Pro Asp Thr Met Arg 
1 5 10 15 

Val Thr Trp Ala Pro Pro Pro Ser lie Asp Leu Thr Asn Phe Leu 

20 25 30 

Val Arg Tyr Ser Pro Val Lys Asn Glu Glu Asp Val Ala Glu Leu 

35 40 45 

Ser He Ser Pro Ser Asp Asn Ala Val Val Leu Thr Asn Leu Leu 

50 55 60 

Pro Gly Thr Glu Tyr Val Val Ser Val Ser Ser Val Tyr Glu Gin 

65 70 75 

His Glu Ser Thr Pro Leu Arg Gly Arg Gin Lys Thr Gly Leu Asp 

80 85 90 

Ser Pro Thr Gly He Asp Phe Ser Asp lie Thr Ala Asn Ser Phe 

.95 100 105 

Thr Val His Trp lie Ala Pro Arg Ala Thr lie Thr Gly Tyr Arg 

110 115 120 

He Arg His His Pro Glu His phe Ser Gly Arg Pro Arg Glu Asp 

125 130 135 
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Arg Val Pro His Ser Arg Asn Ser lie Thr Leu Thr Asn Leu Thr 
140 145 150 

Pro Gly Thr Glu Tyr Val Val Ser lie Val Ala Leu Asn Gly Arg 
• 155 160 165 

Glu Glu Ser Pro Leu Leu He Gly Gin Gin Ser Thr Val Ser Asp 
170 175 180 

Val Pro Arg Asp Leu Glu Val Val Ala Ala Thr Pro Thr Ser Leu 
185 190 195 

Leu He Ser Trp Asp Ala Pro Ala Val Thr Val Arg Tyr Tyr Arg 
200 205 210 

He Thr Tyr Gly Glu Thr Gly Gly Asn Ser Pro Val Gin Glu Phe 
215 220 225 

Thr Val Pro Gly Ser Lys Ser Thr Ala Thr lie Ser Gly Leu Lys 
230 235 240 

Pro Gly Val Asp Tyr Thr He Thr Val Tyr Ala Val Thr Gly Arg 
245 250 255 

Gly Asp Ser Pro Ala Ser Ser Lys Pro lie Ser lie Asn Tyr Arg 
260 265 270 

Thr Glu He Asp Lys Pro Ser Met Ala He Pro Ala Pro Thr Asp 
275 280 285 

Leu Lys Phe Thr Gin Val Thr Pro Thr Ser Leu Ser Ala Gin Trp 
290 295 300 

Thr Pro Pro Asn Val Gin Leu Thr Gly Tyr Arg Val Arg Val Thr 
305 310 315 

Pro Lys Glu Lys Thr Gly Pro Met Lys Glu He Asn Leu Ala Pro 
320 325 330 

Asp Ser Ser Ser Val Val Val Ser Gly Leu Met Val Ala Thr Lys 
335 340 345 

Tyr Glu Val Ser Val Tyr Ala Leu Lys Asp Thr Leu Thr Ser Arg 
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350 355 360 

Pro Ala Gin Gly Val Val Thr Thr Leu Glu Asn Val Ser Pro Pro 
365 370 375 

Arg Arg Ala Arg Val Thr Asp Ala Thr Glu Thr Thr He Thr lie 
380 385 390 

Ser Tr P Arg Thr Lys Thr Glu Thr He Thr Gly Phe Gin Val Asp 
395 400 405 

Ala Val Pro Ala Asn Gly Gin Thr Pro He Gin Arg Thr He Lys 
410 415 420 

Pro Asp Val Arg Ser Tyr Thr lie Thr Gly Leu Gin Pro Gly Thr 
425 430 435 

Asp Tyr Lys lie Tyr Leu Tyr Thr Leu Asn Asp Asn Ala Arg Ser 
440 445 450 

Ser Pro Val Val He Asp Ala Ser Thr Ala lie Asp Ala Pro Ser 
455 460 465 

Asn Leu Arg Phe Leu Ala Thr 
470 



<210> 13 
<211> 275 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> fibronectin fragment named H-275-Cys 
<400> 13 

Met Ala Ala Ser Ala lie Pro Ala Pro Thr Asp Leu Lys Phe Thr 
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1 5 10 15 

Gin Val Thr Pro Thr Ser Leu Ser Ala Gin Trp Thr Pro Pro Asn 
20 25 30 

Val Gin Leu Thr Gly Tyr Arg Val Arg Val Thr Pro Lys Glu Lys 
35 40 45 

Thr Gly Pro Met Lys Glu He Asn Leu Ala Pro Asp Ser Ser Ser 
50 55 60 

Val Val Val Ser Gly Leu Met Val Ala Thr Lys Tyr Glu Val Ser 
65 70 75 

Val Tyr Ala Leu Lys Asp Thr Leu Thr Ser Arg Pro Ala Gin Gly 
80 85 90 

Val Val Thr Thr Leu Glu Asn Val Ser Pro Pro Arg Arg Ala Arg 
g5 100 105 

Val Thr Asp Ala Thr Glu Thr Thr He Thr He Ser Trp Arg Thr 
HO 115 120 

Lys Thr Glu Thr He Thr Gly Phe Gin Val Asp Ala Val Pro Ala 
125 130 135 

Asn Gly Gin Thr Pro He Gin Arg Thr He Lys Pro Asp Val Arg 
140 145 150 

Ser Tyr Thr lie Thr Gly Leu Gin Pro Gly Thr Asp Tyr Lys lie 
155 160 165 

Tyr Leu Tyr Thr Leu Asn Asp Asn Ala Arg Ser Ser Pro Val Val 
170 175 180 

He Asp Ala Ser Thr Ala lie Asp Ala Pro Ser Asn Leu Arg Phe 
185 190 195 

Leu Ala Thr Thr Pro Asn Ser Leu Leu Val Ser Trp Gin Pro Pro 
200 205 210 

Arg Ala Arg lie Thr Gly Tyr lie He Lys Tyr Glu Lys Pro Gly 
215 220 225 
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Ser Pro Pro Arg Glu Val Val Pro 

230 

Glu Ala Thr He Thr Gly Leu Glu 
245 

Tyr Val lie Ala Leu Lys Asn Asn 
260 

Gly Arg Lys Lys Thr Cys 
275 
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Arg Pro Arg Pro Gly Val Thr 
235 240 

Pro Gly Thr Glu Tyr Thr lie 
250 255 

Gin Lys Ser Glu Pro Leu lie 
265 270 



<210> 14 
<211> 38 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> primer 12S 
<400> 14 

aaaccatggc agctagcgct attcctgcac caactgac 



<210> 15 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 14A 
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<400> 15 

aaaggatccc taactagtct ttttccttcc aatcag 



<210> 16 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer Cys-A 
<400> 16 

aaaagcggcc gctagcgcaa gccatggtct gtttcctgtg 



<210> 17 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer Cys-S 
<400> 17 

aaaagcggcc gcactagtgc atagggatcc ggctgagtgagcaa c 
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<210> 18 
<211> 9 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Designed peptide based on matrixprotein derived from influenza vi 
us 

<400> 18 

Gly He Leu Gly Phe Val Phe Thr Leu 

1 5 
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